O . )
f‘stﬂfistics and Biology

Date and location:

May 9th - 13th, Z0O0S
Ceantra Studium
San Domenico
[Florence, Italy]

Courses on Statistics for Functional Genomicists and Functional Genomics for Statisticians

Aims: the courses are intended to offer the opportunity of interchange between biologists or biomedical
researchers and statisticians in the field of Functional Genormics.,

Format - general: the event is one-week lasting, splitted into two parallel courses,
The first is a course on Biology and Functional Genomics oriented mainly to statisticians; the second is a
course of Statistical Methods for Functional Genomics Data Analysis oriented mainly to biologists

Format - day structure: sach day is divided into lectures and tutorials,

The tutorials are designed to be shared by attendees of the two courses, They are intended to introduce
standard walidated approaches using tools easily accessed by non statisticians., On each day, in the format
of a Workshop, one or more keynote speakers will address emmergent relevant topics or debated issues



How to apply: send a curriculum vitae to

Prof. Annibale Biggeri,
Departrnent of Statistics * G, Parenti®,
viale Morgagni 59 , 50134 Florence (Italy)

e-rmail; abiggeri@mds.unifi.it

The fee is 1000 Euros, cormnprehensive of course materials
and accormrnodation,

Details on payrment will be sent to each participant after
acceptance,



The courses are organized by...
the Project PRIM 20031335820

"“The Statistical Approach to the Study of Gene Expression Profiles"
held by the following Universities:
Cepartment of Statistics "G, Parent!”, University of Florence, Prof. Annibale Bigger
Cepartment of Statistical Sciences, University of Padoa, Prof. Monica Chiogna
Institute of Medical Statistics and Biormetrics, University of Milan, Prof. Giuseppe Gallus
Cepartment of Mathematics, Politecnico di Torino, Prof. Mauro Gasparini
Cepartment of Statistical Sciences, University of Udine, Prof. Corrado Lagazio
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Statisticians Biologists

q,00 - 10,00 General Introduction: Scientific Questions and Study Design
10,30 - 12,30 Basics on Biology Principles of Data Quality Control - Deschphive
statistics and normalization
Principles of Molecular Biology Probability, Test of Hypothesis, False Discovery
(5, Lanfranch) Rate, P-value vs Q-value
(4. Bar-Hen, 4. Bigger)
15,00 - 16,30 Tutonal on normalization and multiple test corrections
17,00 -19,30 Workshop: Significant Fold Changes
Q.00 -12,30 Fopulation Genetics Class discovery and class prediction
Basics on Genomics Unsupervised and supervised dustering
(I Filped, D.Cavalien) Probabilistic models
(5, Molachizn, ©. Romogidl
15,00 - 16,30 Tutonal on gene profiling and signatures
17,00 -19,30 Workshop on Oncogenetics {{. [uzzatto, Tuscany Cancer fnstituie)
Q.00 -12,30 SEMe eXpression experiments Design of Experiments
Biologizal Yalidation and Alternative Welsch t and moderated t - ANOYA models
Experirmental Designs (E. Wi, M Gasparing)
(M, Ganboidi, L, De Cecon)
15,00 - 16,30 Tutonal on simple class comparnson designs
17,00 -19,30 Workshop: Bayesian approaches to differential gene expression analy sis
Day - 4
9,00 - 11,00 Time course experiments (7, Speed)
11,30 -13,00 Postgenorics Bioinformatics
Principles of Systern Bialogy Microarray standards and databases
(F. MEmes) (ArravExpress, GEO, BASE, Rosetta Resolver)
(A.8rmzna, P Rooca-Sewra, 7. Reid, P Grosu)
15,00 - 16,30 Tutonal on Datarmining on the web: retrieving biologically relevant informnation from a list of
Qenes
17,00 -19,30 NuGO Workshop: Current issues on time course experiments
Day - 5 | |

9,00 -11,00 Pathway-based Microarray Data Analysis (0, Cavradsr)

11,00 - 12,00 Pathway and networ: perspectives from nutrition and toxicology
(=, SHerum - M. l'5n Fr

12,00 -13,00 Standardization intiative in functional genomics (5.4, Sansone)

15,00 - 16,30 From microarray data to gene networks (i Brazna)

17,00 -19,30 Workshop on Pathways Discovery and Analysis




